NCBI Sequence Viewer 



Page 1 of 2 



<3 NCBI 



Entrez PubMed 

Search Nucleotide 




Nucleotide 



Display default 



Nucleotide 

for 

Limits 

Show: 20 



Protein 



Genome 



Structure 



PMC 



Taxonomy 



Go 



Clear 



Preview/Index 



History 



Clipboard 



Boo 



Details 



Send to 



File 



Get Subsequence 



Featu 



□ 1: U60146. Neisseria meningi...[gi: 1549340] 
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NMU60146 687 bp DNA linear BCT ll-JUN-1997 

Neisseria meningitidis CMP-sialic acid synthetase gene, complete 
cds . 
U60146 

U60146.1 GI:1549340 
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Neisseria meningitidis 
Neisseria meningitidis 

Bacteria; Proteobacteria; Betaproteobacteria; Neisseriales ; 
Neisseriaceae; Neisseria. 

1 (bases 1 to 687) 

Gilbert, M., Watson, D.C. and Wakarchuk, W. W. 

Purification and characterization of the recombinant CMP-sialic 
acid synthetase from Neisseria meningitidis 
Biotechnol. Lett. 19, 417-420 (1997) 

2 (bases 1 to 687) 

Gilbert,M., Watson, D.C. and Wakarchuk, W. W. 
Direct Submission 

Submitted (05-JUN-1996) Institute for Biological Sciences, National 
Research Council of Canada, 100 Sussex Drive, Ottawa, Ontario K1A 
0R6, Canada 

Location/Qualifiers 
1. .687 

/organism^ "Neisseria meningitidis" 
/mol_type= "genomic DNA" 
/strain="406Y; NRCC4030" 
/ db_xr e f = " t axon : 4 8 7 " 

/note=" capsule type: Y; LPS type: L3" 
1..687 

/note=" first 40 residues of the N-terminus of the 
recombinant product were determined experimentally." 
/codon_start=l 
/evidence=experimental 
/ 1 r ans l_t able =11 

/product="CMP-sialic acid synthetase" 
/protein_id= " AAB60780.1 " 
/db_xref="GI : 154 9341" 

/ trans la t ion = "MEKQNIAVILARQNSKGLPLKNLRKMNGISLLGHTINAAISSKC 
FDRIIVSTDGGLIAEEAKNFGVEWLRPAELASDTASSISGVIHALETIGSNSGTVTL 
LQPTSPLRTGAHIREAFSLFDEKIKGSWSACPMEHHPLKTLLQINNGEYAPMRHLSD 
LEQPRQQLPQAFRPNGAIYINDTASLIANNCFFIAPTKLYIMSHQDSIDIDTELDLQQ 
AENILNHKES" 

1 atggaaaaac aaaatattgc ggttatactt gcgcgccaaa actccaaagg attgccatta 
61 aaaaatctcc ggaaaatgaa tggcatatca ttacttggtc atacaattaa tgctgctata 
121 tcatcaaagt gttttgaccg cataattgtt tcgactgatg gcgggttaat tgcagaagaa 
181 gctaaaaatt tcggtgtcga agtcgtccta cgccctgcag agctggcctc cgatacagcc 
241 agctctattt caggtgtaat acatgcttta gaaacaattg gcagtaattc cggcacagta 
301 accctattac aaccaaccag tccattacgc acaggggctc atattcgtga agctttttct 
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361 ctatttgatg agaaaataaa aggatccgtt gtctctgcat gcccaatgga gcatcatcca 

421 ctaaaaaccc tgcttcaaat caataatggc gaatatgccc ccatgcgcca tctaagcgat 

481 ttggagcagc ctcgccaaca attacctcag gcatttaggc ctaatggtgc aatttacatt 

541 aatgatactg cttcactaat tgcaaataat tgttttttta tcgctccaac caaactttat 

601 attatgtctc atcaagactc tatcgatatt gatactgagc ttgatttaca acaggcagaa 

661 aacattctta atcacaagga aagctaa 
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